
The Biology Systems Branch of ,h, Sd«n ^ and **h 

Center (STIC) detected errors when processing the lollowmg compu 

form: 



Application Serial Number: j2 



Source: 




Date Processed by STIC: 



lllilTool 



I i :r. 



THE ATTACHED PRINTOUT BV ^R: 1 ' ^ 

Assess 

PLEASE CONTACT MARK SPENCER, 703 30^-4212. 
FOR SEQUENCE RULES INTERPRETATION, PLEASE CONTACT ROBERT WAX 703-308-42. 6 . 

S« OFFICE WE BSITE. SEE BELOW: 



Checker Version 3.0 

The Checker Version 3 0 application is a state-of the-art Windows based software program 
The Checker version ^ vv h k whether a sequ ence listing is in 

employing a logical and m ^ ,tive t ^;" e " a hecker Version 3 0 works for sequence listings 
compliance with format and conten V e _ rs on ' ^ u 1990 (old 

i- 1998 as wel1 35 World InteUectual 

Property Organization (WIPO) Standard ST^ ^ y2R 

Checker Version 3.0 replaces *e previous , ^ 

compliant. Checker allows pubic users Office (USPTOY 

(CRF) before submitting them to the United States Patent and ra ^ 
Use of Checker prior to filing the sequence listing is expected to 
listings, thus saving time and money. 

http://www.uspto.gov/web/oltices/pac/cnecRei 
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OIPE 



RAW SEQUENCE LISTING 
PATENT APPLICATION: US/09/977,137 

Input Set : A:\ES.txt 

Output Set: N:\CRF3\11012001\I977137.raw 



DATE 
TIME 



11/01/2001 
08:32:44 



Does Not Comply 
Corrected Diskette Needed 



3 <110> APPLICANT: Summers, Anne 0. 

4 Caguiat, Jonathan 

6 <120> TITLE OF INVENTION: Metal Binding Proteins, Recombinant Host Cells and 

7 Methods 

9 <130> FILE REFERENCE: 79-00 

11 <140> CURRENT APPLICATION NUMBER: US/09/977,137 

12 <141> CURRENT FILING DATE: 2001-10-12 

14 <150> PRIOR APPLICATION NUMBER: US 60/240,465 

15 <151> PRIOR FILING DATE: 200^^10-12^ 
17 <160> NUMBER OF SEQ ID NOS :£l8^ I L t 
19 <170> SOFTWARE: Patentln Ver. 2.0 



/LXX 



ERRORED SEQUENCES 

89 <210> SEQ ID NO: 4 

90 <211> LENGTH: 117 

91 <212> TYPE: PRT 

92 <213> ORGANISM: Artificial Sequence 

94 <22 0> FEATURE: 

95 <223> OTHER INFORMATION: Description of Artificial Sequence: chelon 

97 <400> SEQUENCE: 4 

98 Met Thr His Cys Glu Glu Ala Ser Ser Leu Ala Glu His Lys Leu Lys 



99 

101 

102 

104 

105 

107 

108 

110 

111 

113 

114 

116 

117 



Asp Val Arg 



Glu 
20 



5 
Lys 



Met Ala Asp 



Leu 
25 



10 
Ala 



Arg Met Glu 



15 
Thr Val 
30 



Leu 



Ser Glu Leu Val Cys Ala Cys His Ala Arg Lys Gly Asn Val Ser Cys 



Pro 

Ala 
65 
Ala 



Leu 
50 
Ser 



35 
He 



Ala Ser Leu 



Ser Leu Ala 



Asp Leu Ala 



Glu 
70 
Met 



40 

Gin Gly 

55 
His Lys 



Glu Thr Val 



45 
His 



Cys Glu Glu 
Arg Glu Lys 



Cys His Ala 



E- 


-> 


119 


W- 


-> 


121 


W- 


-> 


121 


w- 


-> 


124 


w- 


-> 


124 


w- 


-> 


125 


w- 


-> 


127 


w- 


-> 


127 


w- 


-> 


129 






130 


w- 


-> 


132 




Arg 
100 
Glu 



Arg 
85 

Lys Gly Asn Val 



Lys 



kll0> 



I CANT : Summe rsT 



Ser Ser Gly Thr 

60 

Leu Lys Asp Val 
75 

Ser Glu Leu Val Cys 

95 

Pro Ser Ala Trp Ser 

■f) 



Leu 
90 
Cys 



Met 
80 
Ala 




Ser 
105 

Anne o. 



His 



SEQUENCE LISTING 



12lj<110> APPLICANT: Summers, Anne 0. 

INVENTION: Metal Binding^Proteins , Recombinant Host Cells and 
INVENTION: Metal Binding Proteins, Recombinant Host Cells and 



<120> 
<120> 



TITLE OF 
TITLE OF 
Methods 
<130> FILE REFERENCE: 79-00 
<130> FILE REFERENCE: 79-00 

<14 0> CURRENT APPLICATION NUMBER: unassigned 

<141> CURRENT FILING DATE: 2001-10-12 

<150> PRIOR APPLICATION NUMBER: US 60/240,465 



/ZAJL /^Y^ /^T^ 



file://C:\CRF3\Outhold\VsrI977 1 37.htm 



11/1/01 
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RAW SEQUENCE LISTING 

PATENT APPLICATION: US/09/977,137 



DATE: 11/01/2001 
TIME: 08:32:44 




Input Set : A:\ES.txt 

t^ t Qof K:\CRF3\110120 01\l977137.raw 



W- 

w- 

w- 
w 



--> 



E 

E 

E- 

E- 

E- 
E- 



--> 



-> 



-> 



133 
1 

f 3 5 

l' 

207 
208 
209 
210 
212 
213 
215 
216 
217 
219 
220 
222 
223 
225 
226 
228 
229 
231 
232 
234 
235 
237 
238 
240 
241 
243 
244 
246 
247 
249 
250 
253 



«151> PRIOR FILING DATE : 2000-10-12 
<160> NUMBER OF SEQ ID NOS: 18 
<I60> NUMBER OF SEQ ID NOS: 18 

xiid> rinrrwiW,- PatpntTn Ver * 

<210> SEQ ID NO: 4 
<211>\LENGTH 

<212> 
<213> O 
K. 2 2 0 5*" F 

<223> OTHE^" INFORMATION : Descr/ption of 
<400> SEQUE_ X 

Met Thr His fivs Glu Glu Ala rfer Ser Leu 

1 \ 5 / 

Asp Val Arg GluVys Met Al/ Asp Leu Ala 

20 \ / 25 

Ser Glu Leu Val Cy\Ala /ys His Ala Arg 

35 \ / 40 

Pro Leu lie Ala Ser lW Gin Gly Ser Ser 

50 f\ 55 

Ala Ser Ser Leu Ala /Slu^is Lys Leu Lys 

Ala Asp Leu Ala Ar/ Met Gl\ Thr Val Leu 

Cys His Ala Arg tfys Gly Asn vaa Ser Cys 

loo/ Y 

Pro Gin Phe g]V t -"« ^ eu Gln 

Ala Ser Ser ^" Hi a T vs LeuNLvs 

65 

Ala Asp Le 




Artificial Sequence: chelon 



Ala Glu His 
Arg Met Glu 



Lys Leu Lys 
15 

Thr Val Leu 
30 

val Ser Cys 



Lys Gly Asn 
45 

Gly Thr His Cys Glu Glu 
60 

Asp Val Arg 
75 

Ser Glu Leu 



Pro Ser Ala 

Gly Ser Ser 
60 

Asp Val Arg 
75 

Ser Glu Leu 



/ 8 5 \\ 

A/a Arg Lys Gly Asn Val Ser Cys ^ro Ser Ala 



100 



> 
> 



Cys His 

Pro Gln/Phe Glu Lys 
115 

<210>/SEQ ID NO: 9 



105 



Glu Lys Met 
80 

Val Cys Ala 
95 

Trp Ser His 
110 

Gly Thr His Cys 

Glu Gin Met 
80 

Val Cys Ala 
95 

Trp Ser His 
110 



Glu Glu 



file://C:\CRF3\Outholcf\VsrI977 1 37.htm 



11/1/01 



09/11V- 

+ 




/nn^ Patentln Ver. 2.0 _ . . . I I 




<211> 435 / (J 

<212> DNA . Plasmid R100 A * 4- 

<213> Shigella flexnen, Tn21 of Plasm Jj^L^^ 

<400> 1 _ nacatttttq ccaaggcggc cggggtcaac 60 / 1 H nj 

atggaaaata atttggaaaa cctgaccatt ^gtttttg caagcctt ac 120 <L( ^ 

qtggagacaa tccgcttcta tcagcgcaag «cctgttgc ^ tcggca 180 , 

ggcagcatcc gccgctatgg ggaggcggac ^gttcggg tg ^ cgatggcacc 240 ^>^n 0^ 

Hsss sss = Ss «S 3« s * ? 

S ;S ss££ " 5 is 

tcagctatgc cttag 




<210> 2 
<211> 144 
<212> PRT 



<212> fKi , f piasmid R100 

<213> Shigella flexnen, Tn21 of Plasma 



<400> 2 Thr Ile Gly val Phe Ala Lys Ala 

Met Glu Asn Asn Leu Glu Asn Leu Thr lie Gly ^ 

1 5 

v i n„ Thr lie Arg Phe Tyr Gin Arg Lys Gly Leu 
Ala Gly Val Asn Val Glu Thr lie * y 3Q 



20 



Le u Arg Glu Asp Lys Pro Tyr Gly Ser lie Arg *rg Tyr Gly Glu 




35 40 



• n n v,l Lvs Phe Val Lys Ser Ala Gin Arg Leu Gly 
Ala Asp Val Val Arg Val Lys Pne va y ^ 

50 

n nn lie Ala Glu Leu Leu Arg Leu Asp Asp Gly Thr 
Phe Ser Leu Asp Glu lie ax a v^-lu ^ 80 

65 70 

T , m= nn His Lys Leu Lys Asp Val 
His Cys Glu Glu Ala Ser Ser Leu Ala Glu 95 

8 5 

Arg Glu Lys Met Ala Asp Leu Ala Arg Met Glu Thr Val Leu Ser Glu 
L eu Val Cys Ma Cys His Ala Arg Lys Gly Asn Val Ser Cys Pro Leu 



115 120 



n nv Glu Ala Gly Leu Ala Arg Ser Ala Met Pro 
He Ala Ser Leu Gin Gly Glu Ala w.y 



130 135 



<210> 3 
<211> 321 
<212> DNA 



If*"**- 



* 



^^^^isl Seauence 



<220> ... of Artificial Sequence: chelon 

<223> Description of Artinci^ h 



<400> 3 



a tga cacact „^ - = ^aacaca -™ l f 

SEES »5 SKg » = ssss 

LcJScaacg a gg =« ? =.| ^ff ^* f^aactcg t g t g c g cct g ec.t g cac g a 00 

gccgacttgg cgcgcatgga aaccgtgc^y y jzi 
aaggggaatg tttcctgccc g 




<210> 4 

<211> 117 
<212> PRT 

<213> Artificial Sequence 



<220> 

<223> Descript 



ion of Artificial Sequence: chelon 



<400> 4 

Met Thr His Cys Gl 
1 



» Glu Ma Ser Ser Leu Ala Glu His Lys Leu Lys 

10 



! «, 01. Lys "« "P >» " et G1U To 

20 1 



Asp Val Arg 



Ser Glu Leu Val Cys Ala Cys 




His Ala Arg Lys Gly Asn Val Ser Cys 



35 



40 



45 



Pro Leu I 
50 



Ala Ser 
65 



Ala Asp Leu 



le «. S.r » <=!„ Q!, Ser Ser Gl, Thr His Cys Olu 01. 

55 

Ser Leu Ma Olu His Lys Leu Lys «P Val «r g ^ »f„ 

70 

M a «, Mat 31, ttr Val L.u Ser Glu Leu Val Cys ,1, 

Gly Asn Val Ser Cys Pro Ser Ala Trp Ser His 

105 1XU 



85 



Cys His Ala Arg Lys 

100 



Pro Gin Phe Glu Lys 
50 



55 



L eu Gin Gly Ser Ser Gly Thr His Cys Glu Glu 

60 



Ala Se 
65 



Ala Asp Leu 



r ser Leu Ma Glu His Lys L.u Lys »sp Val «, Glu Gin « 

70 

„. Mg «et Glu T„r Val L.u S.r Glu Leu Val Cys Ma 



Cys His Ala Arg Lys 

100 



Gly Asn Val Ser Cys Pro Ser Ala Trp Ser His 

105 ilu 



Pro Gin Phe Glu Lys 
115 




<210> 9 





i R , i,v -IK Sequence listing to insure ■.cgg-jR, 
* explanation is presented m the 
each sequence using n or Xaa. 



Q /Q77 - 137 



DATE: 11/01/2001 
TIME: 08:32:45 



L: ll M:270 C: 
L- 119 M: 333 E: 
L-119 M:320 E: 
L-.119 M:252 E: 
L-.121 M:280 W: 
L-121 M:281 W: 
L: 124 M:280 W: 
L -124 M:281 W: 
L: 127 M:280 W: 
L: 127 M:28l W: 
L-129 M:280 W: 
L-129 M:281 W: 
L: 129 M:270 C: 
L:130 M:280 
L: 130 M:281 
L:132 M:28l 
L:133 M:281 
L: 135 M:280 W: 
L: 135 M:281 W: 
L: 137 M:280 W: 
L-.238 M:332 E: 
M:332 Repeated 
L:250 M:252 E: 
L-.253 M:216 E: 



VERIFICATION SUMMARY 

PATENT APPLICATION: 

In ? ut Se \ : V vcRF3\U0l2001\l977137 .raw 

^^^^^ "^s."^" 

Wrong sequent y r n ~Gi an ator, NUMBhK x cfo-4 

Numeric Identifier already ^ ordered! 

Numeric Fields not 0r ^' exists , <130> found multiple 
Numeric Identifier already ^ ordered! 

Numeric Fields not ^^' extsts , <140> found multiple 
Numer ic Ident^ier alr^ ^facfd Current ^plication »um*er 

£££ Ipp'cat longer difj - multip le times 

Numeric 

Identitier ^ , nQt ordere a . 

Numeric Fields not Ordered ^ Qrdered . 

Numeric Fields not ordere ^ ordered! 

Numeric Fields not ° r ^ed, ^ <160> found multiple 

N NTe r ri C c Fiel^S Ordered, <160> - ^ 
TmSc W^SS Sr^erl. SE Q ID:* 
(32) invalid/Missing Found .l81 SEQ:4 

in SeqNo=4 <2 11>LENGTH : Input : 117 Found. 

No. of Seq. differs, 5 thru 8 

(3 4) Seq.#s missing, SEQ id « 



W: 
W: 
W: 
W: 



://C:\CRF3\Outhold\VsrI977 137. 



1 



